JIWNZ T 7oA INTILKZFIRBUT:
EEMEMBIENE R TH - fc 2 iEH)
Two Effective Cases of Fecal Microbiota Transplantation
with Ultrafine Bubble Water
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Summary

In Europe, Fecal Microbiota Transplantation(FMT) has
been performed in practice for more than 20 years. The
Food and Drug Administration of US considered the
FMT as the first line treatment for the Clostridium
Difficile Infection(CDI) in 2014. In Japan, the FMT has
also been performed in practice by several medical
colleges as clinical researches since 2013. They say that
other than CDI, inflammatory bowel disease like UC
and CD has not come to the satisfactory results by the
FMT so far and the results of several studies about the
effectiveness of FMT on IBD vary and still
controversial. We applied the Ultrafine bubble water,
which has been utilized in mainly industrial field as a

waste water treatment, with our unique processing on
the FMT(Ultrafine bubble-Fecal Microbiota
Transplantation : UB-FMT). We conducted clinical
researches on UB-FMT and experienced two cases
which the UB-FMT appeared to be effective. These are
case reports of the two cases.
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